Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.002 Å; R factor = 0.025; wR factor = 0.068; data-to-parameter ratio = 14.9.
The title compound, C 24 H 26 N 2 O 8 , was synthesized by the cycloaddition reaction of methyl 2-phenylacrylate, diethyl 2-aminomalonate and 4-nitrobenzaldehyde. The pyrrolidine ring exhibits an envelope conformation. The two benzene rings are located on opposite sides of the pyrrolidine ring and subtend a dihedral angle of 59.16 (14) . The crystal packing is stabilized by N-HÁ Á ÁO and weak C-HÁ Á ÁO hydrogen bonding. Sardina & Rapoport (1996) . For a related structure, see: Yu et al. (2007) .
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Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection
Data collection: CrysAlis PRO (Oxford Diffraction, 2009); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97.
The molecular structure of (I) is shown in (Table 2) . Bond lengths and angles in (I) are normal. The pyrrolidine ring possesses an envelope conformation. The dihedral angle between the C1-C6 and C13-C18 benzene planes is 59.16 (14)°.
The crystal packing is stabilized by N-H···O and C-H···O hydrogen bonds (Table 1) .
Experimental
Diethyl 2-aminomalonate (0.0175 g, 0.1 mmol) were added to a solution of 4-nitrobenzaldehyde (0.018 g, 0.12 mmol) and methyl 2-phenylacrylate (0.08 g, 0.5 mmol) in dichloromethane (1 ml). To the stirred mixture, acetic acid (0.003 g, 0.05 mmol) was added. After the mixture had been stirred at 298 K for 24 h, the reaction was quenched with a saturated solution of sodium bicarbonate (5 ml). The mixture was extracted with diethyl ether, evaporated and separated by flash chromatograghy. A colourless powder was obtained. Single crystals suitable for X-ray diffraction were obtained by slow evaporation of an ethanol solution.
Refinement
Imino H atom was placed in chemical sensible position and refined isotropically. The remaining carbon-bound H atoms were placed in calculated positions, with C-H = 0.93-0.99 Å, and refined using a riding model, with U iso (H) = 1.5U eq (C) for methyl H atoms and 1.2U eq (C) for the others.
Figures Fig. 1 . The molecular structure of (I) with 30% probability displacement ellipsoids (arbitrary spheres for H atoms). 
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